
Tutorial for ‘Synteny Viewer’ 
 
This module provides functions to search and visualize syntenic blocks between any two cucurbit 
genomes or within a single cucurbit genome. The query interface allows search for synteny 
between a specific chromosome of the queried genome and the entire compared genome (Figure 
1A) or search for a specific synteny block (Figure 1B). After selecting a specific query genome, 
the corresponding list of chromosomes are automatically populated. This query returns a circos 
plot that displays all synteny blocks between the queried chromosome and the compared genome 
(Figure 2) and the list of synteny blocks (Figure 3). Clicking each synteny block in the circus plot 
or the block ID in the list will display the syntenic gene pairs in the block (Figure 4). Search for a 
specific synteny block (Figure 1B) will also display the syntenic gene pairs in the block (Figure 
4). The syntenic gene pair viewer can be zoomed in or out (scrolling the mouse) and moved up or 
down (holding the mouse and moving up or down).  
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